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e Rare autosomal trisomies (RATs) — 48.8%
e Structural chromosomal aberrations (SAs) — 46.8%
e Complex Profile — 4.5%
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<< CPM & Adverse Perinatal Outcomes >>
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Pregnancy Outcome Relative Risk [95% ClI]

Pre-eclampsia 18.5 [11.6-29.4]
Preterm birth 2.2 [1.5-3.2]
Birth weight <2.3™ percentile 5.5 [3.8-8.0]
Birth weight 2.3 — 10%" percentile 1.8 [1.2-2.6]
Induction of labor 1.3[1.1-1.7]
Planned caesarean section 1.6 [1.1-2.4]
NICU admission 2.1[1.2-3.7]
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<< RATs & CPM & Adverse Perinatal Outcomes >>
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Trisomy 7 60 (30.6%) 100% Birth weight <2.3rd percentile, RR=5.0 [2.6-9.8]
Trisomy 8 29 (14.8%) 86.2% Induction of labor, RR=2.1[1.4-3.2]

Pre-eclampsia, RR=70.7 [37.6-132.9]
Preterm birth, RR=4.8 [2.4-9.8]

Trisomy 16 28 (14.3%) 78.6%
Birth weight <2.3rd percentile, RR=21.5 [14.2-32.5]
Induction of labor, RR=3.0 [2.2-4.0]
Pre-eclampsia, RR=27.2 [8.5-86.7]
Trisomy 20 19 (9.7%) 100%
Onset of labor by planned C-section, RR=5.2 [3.0-9.1]
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